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<Ammonia(air)>
N
o | + ﬁjﬂ
;nus»j <VFAs(air)>
i, 1 ™ |
IERRRRS SE.
0 e <Indoles(air)>

VFAs @ Sum of acetic acid, propionic acid, butyric acid,
valeric acid, iso-butyric acid, and iso-valeric acid
Indoles : Sum of indole and skatole

e

<VFAs(slurry)>

<Phenols(slurry)>

Indoles{ppm)

<Indoles(slurry)>

VFAs @ Sum of acetic acid, propionic acid, butyric acid,
valeric acid, iso—butyric acid, and iso—valeric acid
Phenols : Sum of phenol and p-cresol

Indoles : Sum of indole and skatole

[7¥ 1] Odor parameters
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Relative abundance

Storage period(day)

<Phylum level>
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Starage period(day)

Contral

Relative abundance

<Species level>

[Z19” 2] Microbial community
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