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Abstract This paper analyzes techniques that extract objective information from distributed web databases for
bioinformatics based on relationship among information. Moreover, we discuss the design and implementation of
a method for knowledge enhancement in respect of protein information. Web data extractor can be constructed
by using a manual, semi-automatic, or automatic way. Data extractor generally makes use of identifiers in order
to search and extract targeting information from a specified web page. This paper presents a design and
implementation for the protein databases of an organism by utilizing web data extraction techniques.
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