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[3% 1] Composition of DNS Method
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Concentration (mg/mL) Optical density (540 nm)
10 1.639
5 0.89
2.5 0.488
1.25 0.283
0.625 0.196
0.3125 0.141
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Flow rate 1.0 mL/min
Maximum Absorption Peak 254 nm
Column C18 column
Detector UV—vis detector
100mM potassium phosphate
Solvent
buffer (pH2.5)
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[3% 3] Composition of R1, R2, R3, R4
R1 Buffer 700, E1 50, M 0.5%, S 2%
R2 Buffer 500, E1 50, M 0.5%, S 4%,
R3 Buffer 700, E2 50, M 0.5%, S 2%,
R4 Buffer 500, E2 50, M 0.5%, S 4%)
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[72% 1] Results of an experiment to confirm the enzyme

activity of dextransucrase via TLC. (* M: maltose, S: suc
rose, * E1 strain culture temperature: 23 C; E2 strain cu

lture temperature: 36 C )
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[71¥ 2] Glucose standard curve.

[Z23 3] DNS Method results.
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Peak Time Area Height Width Area%  Symmetry

1 2819 407909 18682 0.3497 100.000 0808

Figure 4. HPLC results of comparison group AsA.
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Peak Time Area Height Width Area%%  Symmetry
1 3.545 80228 4317 0.2678 100.000 0.561

Figure 5. HPLC results of comparison group AA2G.

Peak Time Area Height Width Areat  Symmetry
1 2.583 246 17 0.1886 357 4042
2 2936 4383 218 0.2736 83774 1248
3 33531 1587 6.5 03302 23043 1.288
4 3.57 86.2 18 0.481 9612 1.165

Figure 6. HPLC results of synthetic AA2G (30 ° C).

Peak Time Area Height Width Area%  Symmetry
1 176 7312 331 0.306 8522 0.457
2 2.7 47164 2326 02835 5497 1040
3 3436 17725 656 0.3745 20,659 1232
4 4134 8572 276 04288 9.99 1.056
3 6.429 5026 11.1 0.631 5.858 1.115

Figure 7. HPLC results of synthetic AA2G (23 ° C).

4. 4 2

Aol M= w5 Leuconostoc mesteroids NERL B-51
2F S8 &4 dextransucraseZ® o)L &4 ukeS W83}
o Az T4 H&S Azsta, A Ao, A HAES
=Y F JE AAXGE A 2 eshed 54g Fa 8
33t} Leuconostoc mesteroids NRRL B-512F W dextrans
!y =l sh] §1s TLC 542 3halaL

DNS Method® 54 549 #4528 2489t o]F HPL

ucrase?] &£A 2

[1] S. Englard, & S. Seifter. (1986). The biochemical functio
ns of ascorbic acid. Annual Review of Nutrition, 6, 365
—406.

21 Z. 1i, B. Li, Z. Gu, G. Dy, J. Wu, & J. Chen. (2009). Muta
tions of lysine 47 in cyclodextrin glycosyltransferase fr
om Paenibacillus macerans enhance S -cyclodextrin sp
ecificity. J. Agric.Food. Chem. 57, 8386-8391.

[3] H. Nomura, T. Ishiguro, & S. Morimoto. (1969). Studies
on L-ascorhic acid derivatives: IIl. Bis(L-ascorbic acid
-3,3" ) phosphate and L-ascorbic acid 2-phosphate. Ch
em. Pharm. Bull,, 17, 387-393.

[4] Y. Toyoda—-ono, M. Maeda, M. Nakao, M. Yoshimura, N.
Sugiura-Tomimori, & H. Fukami. (2004). 2-O-(beta-D
~Glucopyranosyl) ascorbic acid, a novel ascorbic acid a
nalogue isolated from lycium fruit. Agricultural and Fo
od Chemistry, 52, 2092-209%.

— 430 —



